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Introduction

Plant pathogens can severely reduce plant health
and productivity. Their detection, assessment and
management is critical for sustainable agriculture
and balanced ecosystems. All living organisms
emit volatile organic compounds (VOCs)
constitutively and in response to changes in their

control were selected for principal component
analysis (PCA). We classified each species into its
respective group based on discriminant analysis,
using a subset of VOCs as predictors. The 12
different P. ramorum lineages were classified into
their different lineages group based on the same
subgroup of VOCs.

The only species not correctly classified for all
replicates, were P. cactorum (one out of five
classified as P. xserendipita), P. inundata (one out
of five classified as P. constricta), P. ramorum (two
out of 60 classified as P. variablis), and P.
xcambivora (one out of five classified as P.
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in 9cm petri dishes.

Tenax tubes were desorbed on a Markes TD 100-
xr Automated Thermal Desorber, and
compounds separated and detected with an
Agilent 8890 GC- 5977B MS system. The column
was a 3om HP 5MS-UI with 0.25mm inner
diameter and 0.25 um film thickness. Agilent

Using the following VOCs as predictors, we
grouped 96.9% of the isolates correctly (see
Table 1): (R)-(+)-3-Methylcyclopentanone; 2,3-
Butanedione; 2,3-Pentanedione; 2, 5-
Cyclohexadiene-1,4-dione, 2. 6-bis(1,1-
dimethylethyl)-; 1-methoxy-2-Propanol; 3,5-di-

Summary:

VOCs from 63 isolates, including 49 oomycete and
two fungal pathogens were analyzed

VOC profile distinct for each isolate.

20 VOCs used to discriminate between different
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search by NIST23 library (match factor >90) and
Retention Indexes (Kovats). VOC’s associated
with one or more of the different isolates in at
least four out of five replicates, and absent in the
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6-Hepten-1-ol; Acetoin; 4-hydroxy- Butanoic
acid; Ethylbenzene; 2-methoxy- Furan; Methyl
salicylate; p-Cymen-9-ol; 2-methoxy-Phenol; 4-
ethyl-2-methoxy-Phenol; Phenylethyl Alcohol
and Styrene.

Mendel

PhytOphthora

University
in Brno

Correct classification of species was 96.9%

The 12 lineages of P. ramorum were correctly
classified based on 20 selected VOCs.
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